
The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: /o/oZ/^O^ 

Source: PUTf/0 7 / 

Date Processed by STIC: ^/l^/2pO^~ 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3heIp@uspto.gov or phone 703-306-41 19 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3,1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/offices/pac/checker 

Applicants submitting genetic sequenceipformation electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 th Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 191 1 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel* Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 

Revised 01/29/2002 



Raw Sequence Listing Error Summiry 

ERROR DETECTED ^ SUCCESTED CORRECTION SERIAL NUMBER: ^ 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 

1 Wrapped Nucleic* The numberAext at the end of each lino "wrapper down to the next line. This may occur if your file 

Wrapped Aminos was retrieved in a word processor after cresting it Please adjust your right margin to J; this will 
prevent •Swapping." 

2 Invalid Line Length The rulei require thai a line not exceed 72 characters in length. This includes white spaces. 



3 Misaligned Amino 
Numbering 

A_ N on- ASCII 

5 Variable Length 



Patentln 2.0 
"bug" 



^Skipped Sequences 
(OLD RULES) 



10 



The numbering under each 5* amino add is misaligned Do not use tab codes between numbers; 
use space characters, instead. 

The submitted file was not saved in ASCIl(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission b saved In ASCII text 

Sequence^) contain n's or Xaa'a representing more than one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> scetion4hat some may be missing. 

A "bug** in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 
sequcnces(i) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>*<223> sections for 
Artificial or Unknown sequences.' 

Sequence^) missing. If intentional, please insert the following lines for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO*.X: (insert SEQ ID NO where "X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTIONS EQ ID NO:X: (insert SEQ ID NO where M X"Js shown) 
This sequence is intentionally skipped 

Please also adjust the M (ii) NUMBER OF SEQUENCES:" response to include the skipped sequences. 

_Skipped Sequences Sequence^) missing. If Intentional, please insert the following lines for each skipped sequence. 

(NEW RULES) <2 10> sequence id number 

<400> sequence id number 
000 

Use of n's or Xaa's Use of n's and/or Xaa's have been detected in the Sequence Listing. 
"(NEW RULES) Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

^Invalid <213> Per 1.823 of Sequence ifcles; the only vaHd <213> responses are: Unknown, Artificial Sequence, or 

Response scientific name (Ocnus/species). <220>*<223> section is required when <213> response is Unknown or 

is Artificial Sequence ■• < 

2 



Useof<220> Scquence(i) 



missing the <220> "Feature- and associated numeric identifiers and responses. 



12 



Patentln 2.0 
"bug" 



\£c of <220> to <223> is MANDATORY if <213> -Organism- response is -Artificial Sequence- or 
-Unknown.- Please explain source of genetic material in <220> to <223> section. 
(See -Federal Register ,-06701/1998, VoL 63, No. 104, pp. 29631-32) (Sec 1.823 of Sequence Rules) 

Please do not use "Copy to Disk- function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use -file Manager- or any other manual means to copy file to floppy disk. 



13 Misuse of n n can only be used to represent a single nucleotide in a nucleic acid sequence. N is not used to represent 

any value not specifically a nucleotide. 
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RAW SEQUENCE LISTING DATE: 02/13/2002 

PATENT APPLICATION: US/10/031,902 TIME: 07:30:04 



3 
5 
7 
9 
10 
12 
13 
. 15 
17 
19 
20 
21 

C--> 22 

24 
25 
27 
28 
31 
32 
33 
34 
36 
37 
39 
41 
43 
45 
47 
50 
51 
52 

C--> 53 

55 
56 
58 
59 
62 
63 
64 
* 65 
67 
68 
70 



Input Set : A:\PCT-AU00-00864 Sequence Listing.txt 
Output Set: N:\CRF3\02132002\J031902.raw 



<110> APPLICANT: St Vincent's Institute of Medical Research 
<120> TITLE OF INVENTION: Inhibitor of Osteoclast Precursor Formation 
FILE REFERENCE: FP13129 

CURRENT APPLICATION NUMBER: US/10/031 , 902 
CURRENT FILING DATE: 2002-01-18 

PRIOR APPLICATION NUMBER: AU PQ16.75 
PRIOR FILING DATE: 1999-07-19 

Does Not Comply 
Corrected Diskette Needed 



<130> 
<140> 
<141> 

<150> 
<151> 
<160> 
<170> 
<210> 
<211> 
<212> 
<213> 
<220> 
<223> 
<400> 



3.0 



NUMBER OF SEQ ID NOS : 56 
SOFTWARE: Patentln version 
SEQ ID NO: 1 
LENGTH: 21 
TYPE: DNA 

ORGANISM: Artificial 

FEATURE : 

OTHER INFORMATION: sense primer complementary to rat calcitonin cDNA 
SEQUENCE : 1 



atgctgggca cgtacacaca a 

<210> SEQ ID NO: 2 

<211> LENGTH: 321 

<212> TYPE: DNA 

<213> ORGANISM: Rattus rattus 

<400> SEQUENCE: 2 

cgctctagcc cggccacgcg tcgactagta cagctccaaa tctgtgcccc tcagttcctc 

cctcctgtta tctctagagg aagctgtgga gagattccag gatcatctga aacagagaca 

catgcattct cggctttttg tgttttatta cagaatttct taagcagata caaagggagt 

tttgattact ggatcggcct gcacagagag tcctcagagc acccttggaa gtggacagac 

aacactcagt ataactactc gtatgtttca caatgttttt tcttctactg tgttcatgtc 

ttgttgaggt cttgtgtgta c 

<210> SEQ ID NO: 3 

<211> LENGTH: 25 

<212> TYPE: DNA 

<213> ORGANISM: Artificial 

<220> FEATURE: 

<223> OTHER INFORMATION: antisense primer 

<400> SEQUENCE: 3 

tgagtgttgt ctgtccactt ccaag 

<210> SEQ ID NO: 4 

<211> LENGTH: 402 

<212> TYPE: DNA 

<213> ORGANISM: Rattus rattus 

<400> SEQUENCE: 4 

acagtaaaat gctccaagga aagcttccca gaaacatccc cctggagtat" cctgctgggc 
cttactgctg ctacgtagtg atcattgtcc tcagtgttag ctgtagttct ctttctgttg 



21 



60 
120 
180 
240 
300 
321 



25 



60 
120 



file://C:\Crf3\Outhold\VsrJ031902.htm 
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RAW SEQUENCE LISTING DATE; 
PATENT APPLICATION: US/10/031 , 902 TIME; 



7/13/2002 
07:30:04 





72 




74 




76 




78 




80 




83 




84 




85 


c--> 


86 




88 




89 




91 




92 




95 




96 




97 


c--> 


98 




100 




101 




103 




104 




107 




108 




109 




110 




112 




113 




115 




117 




119 




121 




123 




125 




127 




129 




131 




133 




135 




137 




139 




141 




143 




145 




147 




149 




151 




153 




155 




158 



Input Set : A:\PCT-AU00-00864 Sequence Listing.txt 
Output Set: N:\CRE3\02132002\J031902.raw . 

ctttgtcagt aaaaaagaca gccaagatct caaccataaa tacttatgct gcttgcccga 180 
gaaactggat tggagttgga aataaatgtt tttattttaa tgaaatacca agtaactgga 240 
cattgagcca gaccctctgt aaggaacaag gggccgagct agcacgattt gacaccgagg 300 
aggagctgaa tttcctaagg agatacaaag ggagttcagg ttactggtcc ggtctgcaca 360 
gagagtcatc agcgcaccct tggaagtgga cagacaacac tc 402 
<210> SEQ ID NO: 5 
<211> LENGTH: 22 
<212> TYPE: DNA 
<213> ORGANISM: Artificial 
<2 2 0> FEATURE: 

<223> OTHER INFORMATION: sense specific primer complementary to SEQ ID NO: 4 
<400> SEQUENCE: 5 

gaaacatccc cctggagtat cc 22 
<210> SEQ ID NO: 6 
<211> LENGTH: 25 
<212> TYPE: DNA 
<213> ORGANISM: Artificial 
<220> FEATURE: 

<223> OTHER INFORMATION: sense specific primer complementary to SEQ ID NO: 4 
<400> SEQUENCE: 6 

ccaagtaact ggacattgag ccaga 25 
<210> SEQ ID NO: 7 
<211> LENGTH: 1302 
<212> TYPE: DNA 
<213> ORGANISM: Rattus rattus 
<400> SEQUENCE: 7 

acagtaaaat gctccaagga aagcttccca gaaacatccc cctggagtat cctgctgggc 60 
cttactgctg ctacgtagtg atcattgtcc tcagtgttag ctgtagttct ctttctgttg 120 
ctttgtcagt aaaaaagaca gccaagatct caaccataaa tacttatgct gcttgcccga 180 
gaaactggat tggagttgga aataaatgtt tttattttaa tgaaatacca agtaactgga 240 
cattgagcca gaccctctgt aaggaacaag gggccgagct agcacgattt gacaccgagg 300 
aggagctgaa tttcctaagg agatacaaag ggagttcagg ttactggttc ggtctgcaca 360 
gagagtcatc agcgcaccct tggaagtgga cagacaacac tgagtataac aactcggttt 420 
ccatcggagg agatgaaaaa catggcttcc tgagtgacaa tgggttcagc agtggcaggg 480 
gttatatagt gaggaagtcg atttgtagga agcccaacag ctacacctca cagtgcctgt 540 
agttttgtgt ccttggttga gactttgtcc taacagtcat gaggaacaca gaacatggta 600 
tctacagtgc ctgaatcatg aacaatctgc taaaatcatc ttcaattcat aatgtgtggt 660 
gacatctaag ataacaactg aggcatattt tgcttgggag atcatgaatt gttctatatt 720 
aaataggtat tcaggtatga gctggttctc acatcttaaa cataaactga atcatgtcag 780 
tattagttat ctctactttc ttttttctct catttaaatt atattattta tttatattcc 840 
aaataccgtc ccctccttgt tcccccttct agagttgttc actccatacc ccttcatctt 900 
tacttctgaa gagatgttcc cccaccccac tctgagtatt tcccttctct tggactttag 960 
gactgtacag gattaggtgc atcctctcat agtgaggcca actgtaggga gctgcgacat 1020 
gccgtgcctc aaaatggtgc tggtttccgc cttccaccct cccaacagtg agcgctcctt 1080 
gtagtaaaca agtccttatt tgactatgcc tgcctggcct gctaggttca gcatagtgac 1140 
agcctgtctg catgacccat gtggcacgtt ggggttggtt ggtgttggat acataagctg 1200 
atgtagggca ttcccctggg gtagtagatg attgtatcaa ggttcctgaa taaactgctt 1260 
gaagaaaaaa aaaaaaaaaa aagtactagt cgacgcgtgg cc 1302 
<210> SEQ ID NO: 8 
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w--> 
w--> 



159 
160 
161 
16 
16 
163 
164 
166 
168 
170 
172 
174 
176 
178 
180 
.182 
184 
186 
188 
191 
192 
193 
194 
196 
197 
199 
201 
203 
205 
207 
209 
211 
213 
215 
217 
220 
221 
222 
223 
225 
226 
228 
230 
232 
234 
236 
238 
240 
242 



RAW SEQUENCE LISTING DATE: 
PATENT APPLICATION: US/10/031,902 TIME: 



2/13/2002 
07:30:04 



Input Set : A:\PCT-AU00-00864 Sequence Listing. txt 
Output Set: N:\CRF3\02132002\J031902.raw 




LENGTH: 738 
TYPE: DNA 

ORGANISM ^Artificial 



Sequence 

MATURE 

OTHER INFORMATION: 

SEQUENCE : 8 
agtaaaatgc tccaaggaaa gcttcccaga 



tactgctgct acgtagtgat cattgtcctc 
ttgtcagtaa aaaagacagc caagatctca 
aactggattg gagttggaaa taaatgtttt 
ttgagccaga ccctctgtaa ggaacaaggg 
gagctgaatt tcctaaggag atacaaaggg 
gagtcatcag cgcacccttg gaagtggaca 
ctcagatggg gagccgggac tctgaaatcc 
gattttgatg tccactattt gcatggctgc 
cattcggaac ctcctttaaa gttttgtcat 
caggcccagt cccatccacc gttaaagcac 
cccatgtgta aaatgaataa aaacagaatt 
aaaaaaaaaa aaaaaaaa 
<210> SEQ ID NO: 9 
<211> LENGTH: 620 
<212> TYPE: DNA 
<213> ORGANISM: Rattus rattus 
<400> SEQUENCE: 9 
agtaaaatgc tccaaggaaa gcttcccaga 
tactgctgct acgtagtgat cattgtcctc 
ttgtcagtaa aaaagacagc caagatctca 
aactggattg gagttggaaa taaatgtttt 
ttgagccaga ccctctgtaa ggaacaaggg 
gagctgaatt tcctaaggag atacaaaggg 
gagtcatcag cgcacccttg gaagtggaca 
atccggggag tggaaagata tgcctacctg 
tatgcagaca aaagatggag ctgtagcaaa 
cctttttctc ctatgtagct tttgatcaag 
aaaaaaaaaa aaaaaaaaaa 
<210> SEQ ID NO: 10 
<211> LENGTH: 1907 
<212> TYPE: DNA 
<213> ORGANISM: Mus musculus 
<400> SEQUENCE: 10 
ccgaatgttt cctgcaacac aaagatgaca 
aggctgaggc catgtgcacc ttccatttca 
gtttgatagc actttgggac cataggggaa 
agcgtctctt ggtaaatgct aggaaggaaa 
gttgagcttg ctacagatcc acatccgaag 
gttgttcagg taggcaaatc tttcctctcc 
gttgtctgtc cacttccaag ggtgctcttt 



aacatccccc tggagtatcc tgctgggcct 

agtgttagct gtagttctct ttctgttgct 

accataaata cttatgctgc ttgcccgaga 

tattttaatg aaataccaag taactggaca 

gccgagctag cacgatttga caccgaggag 

agttcaggtt actggtccgg tctgcacaga 

gacaacactc agtataacta ctcacagagc 

cagaaagcca ctgcagaact gcaagcctga 

acctgttcag gaaagcagag attttaagga 

cacagagcac ccaaaacagt cctcgaatca 

ctttgagcaa tttaataaga agtgcgtgtt 

ggaaaaaaaa aaaaaaaaaa aaaaaaaaaa 



aacatccccc tggagtatcc tgctgggcct 

agtgttagct gtagttctct ttctgttgct 

accataaata cttatgctgc ttgcccgaga 

tattttaatg aaataccaag taactggaca 

gccgagctag cacgatttga caccgaggag 

agttcaggtt actggtccgg tctgcacaga 

gacaacactc agtataacta ctcgctttcc 

aacgacatcg ggatcagcag tgccagggtc 

cttaacagct atagcctcca atgcaaaact 

agagatgctt tttagtctgc taaaaaaaaa 



accccagcct gccaccattt 
tttctgatgt taagaaatat 
agagtagcac ccacagataa 
aaaaggagtt tggcagtgga 
tgaatagatc ctggtactgc 
ccggatggga atcgtgttgt 
ggcctctcag ctttcaagtt 



gaaaggccag 
tctctatctg 
caggctaaaa 
ggctatagct 
tgatcccgtt 
tatactcagt 
tcaatcctgt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
738 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
620 



agtggaaact cagctcctca gctctgagat gtgtgtcaca aaggcttccc tacctatgct 
tagtcccaca ggcagcccgc aggtagaagt gggtaaaatt ctccaaggaa aaaggcacgg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
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RAW SEQUENCE LISTING DATE 
PATENT APPLICATION: US/10/031 , 902 TIME: 



?/13/2002 
07:30:04 



Input Set : A:\PCT-AU00-00864 Sequence Listing.txt 
Output Set: N:\CRF3\02132002\J031902.raw 



244 aaccatctcc cctgagtctt gtgctaagct 
24 6 cactgtagct gtaattgctc tttctgttgc 
248 agtcaacaag acctatgctg cttgcccgca 
250 ttatttttct gaatacccaa gtaactggac 
252 ggcccaacta gctcggtttg acaaccagga 
254 gaattttgat tcctggattg gcctgcacag 
256 agacaacact gagtataaca acacgattcc 
258 aacaacaacg ggatcaggga attccgggac 
260 attcatgaga aaactgtctt tctactccag 
262 tgcttcatct gaactgatct gaattgaggc 
264 tgttcaaagc caagctcttt cccttctagg 
266 ggcagcgtgt ctcctcagtc tggctattgt 
268 ggggaaggga aagatagagg cctaaggtga 
270 tttgtggttt catgtttggg tgcaattgtt 
272 ttatttaaag aaacgagtgc tctggcatta 
274 gtttcactta aatacattta tataaagagc 
276 ttcaaggtgg tggttgtatt ggaacaagtg 
278 aataatttga ctgcagggaa gttgacagaa 
280 aaattgtgct ctgcctccac ccatgtggtg 
282 atttggatgt ttaatcacta gggaatggac 
284 gaggcctatt ggaggaagtg ccatactgtg 
286 agttttcatg cctgagtgct ccctgctgga 
288 agctcctgat taaatgcttt catttctaaa 

291 <210> SEQ ID NO: 11 

292 <211> LENGTH: 9862 

293 <212> TYPE: DNA 

294 <213> ORGANISM: Mus musculus 

296 <220> FEATURE: 

297 <221> NAME/KEY: Unsure 

298 <222> LOCATION.: (636).. (636) «~ 

299 <223> OTHER INFORMATION: unknown 

302 <400> SEQUENCE: 11 

303 tgcattacac acacacacac acacacacac 
305 attaatccca gcactgggga ggcagagaca 
307 tctacagagt gagttccagg atatccaggg 
309 tactttttgt accttgaaat ctaaaatatg 
311 aacatgctcc cccccccccc ccgccgccgc 
313 ccaatctctg gcagcttatc aagtcagctg 
315 atagagggaa gacagcgggg aaaaaggggc 
317 tgcatagcct cccatgccag attgcttgga 
319 aatgctaact aaactaaagt gggggaggct 
321 agcctgccat agtgggtcta tatagaccag 
323 cjtctgctgtgr gtcggaaagt accgatgcca 
325 ttaaatacgt ttgggaggag tgcaaccttt 
327 ttcctggagg attgactgga ggaccttggg 
329 ataccttaag tgcccctcct acacacctac 
331 ctcccccttt cccaaacctc caagcttttg 
333 atcaggtaat actctttctg gccttaaatg 
335 ttttccagta gggtgggggt gggagattta 



ttactgctac 
tttgtcagca 
aaactggatt 
attcgcccag 
tgagctgaat 
agagtcgtca 
atccggggag 
acccgtcagc 
tgctctcagt 
aaatgtaggg 
tgcctgggtc 
gatctttccc 
aattttaaaa 
cttgagacaa 
ttaaataaac 
caatgttaaa 
ttctttctgt 
agcattactt 
gtttgaatga 
ctgtttgata 
gatggccttt 
taatggagta 
aaaaaaaaaa 



tatggagtga 
acaaagacag 
ggagttgaaa 
gccttctgca 
ttcctaatga 
gagcaccctt 
aggaaagatt 
attcctggag 
gaccaatggc 
ttggcttcct 
tagtgcacat 
atagaaagag 
aactcaatct 
aagtagaact 
ctaatgtaag 
agtgttatgg 
cagctagatt 
ctgtatgcta 
aaatgtggcc 
ggattagaag 
gcctagtctg 
accctctgaa 
aaaaaag 



tcatggtcct 
aacagatccc 
ataaatgttt 
tgcgcacaga 
gatacaaggc 
ggaagtggac 
tgcctacctg 
aaaattcggc 
tactgagtgc 
gcaggaagac 
tagtcttgtt 
tcaggaacga 
gttggtttga 
ttgaaatact 
tctatgaaga 
ataataattc 
cctggtataa 
caacccttta 
atagtctcat 
gattggaggc 
tcaaccccag 
actgtaagca 



acacaaggcc 
ggcagatttc 
ctacacagag 
tctcaactct 
agtttttcag 
atgtaaaaat 
gggctcattg 
gacaggagaa 
tcctcagggg 
ctgaggctgg 
ctctgrigctt: 
tgagtttgta 
ggtgctctgg 
ctacaacttt 
gaatttctct 
actcttgtgg 
tcccatctac 



gggcagtggt 
tgagttcaag 
aaaccctgtt 
gtttgtttct 
ttccagatct 
aatcccacaa 
cttcagcaag 
aaactgtacg 
agctggatct 
ggtggggtgg 
tctggtatgg 
aataaaagca 
cacaccctgc 
cttttcaggc 
ctcttcccaa 
caccagggaa 
aaatccatct 



ggtgcacacc 
gccagcctgg 
tcaaaaaagt 
tttacagtat 
aggtaggcac 
ctcacaaaat 
aagatagtgg 
tatttaatga 
tgctcctgtt 
atggtgggag 
ccaatgttac 
ggtgcccaga 
cacccagccc 
tcccacagta 
ggacacgggt 
ggatcagttt 
acagttttag 



600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1907 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
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RAW SEQUENCE LISTING DATE: 
PATENT APPLICATION : US/10/031,902 TIME : 



Z/13/2002 
07:30:04 



337 ttcactgggt 
339 ctgttgagcc 
341 ttcttgaaaa 
34 3 taccaggcaa 
34 5 ctgggaggtg 
347 agggccctac 
349 gtcccttaaa 
351 ggtatgattg 
353 ctcctcacag 
355 ctttgttctt 
357 aagggacata 
359 tctctagaag 
361 gaaaggtcat 
363 gtctagatga 
365 ttctaaaatg 
367 aaacaggcct 
369 cagttcaagg 
371 tctttgtttc 
373 cattgttgtg 
375 aaagaaatta 
377 cttgcttgtg 
379 ttaataagcc 
381 cagggcaagg 
383 aaggtgtttt 
385 agtcccagcg 
387 ctgggctttg 
389 gctccaacca 
391 tactcccata 
393 tggctggacc 
395 tcatcagttg 
397 gatttggaaa 
399 ctcctttaca 
401 gaggagggct 
403 agcacaggcg 
405 ctgggagttc 
407 cctaaggctc 
409 gaaaatgcac 
411 actcaataaa 
413 gtgttcttca 
415 tgctcttgct 
417 cctaattcca 
419 tgtagtacac 
421 caaagcactc 
423 gaccccctac 
425 cacagccatg 
427 cccacaagag 
429 tgccaatcag 
4 31 atagcatcgc 
4 33 aaatactatg 



Input Set : 
Output Set: 

gctgggaatg 
atgactttac 
gcagagttca 
gctccttcag 
ggggacaggt 
tccatgccat 
cagaccctta 
gcctgctgcc 
taagccatag 
cagacttttc 
aagcaactga 
ccaccgcagc 
gagtaatact 
acactagagg 
gcgacttttt 
gtgcagcctt 
ccagagcagg 
attatggtga 
agcagtattc 
ttatctgttc 
tgtttacaat 
aactcgagct 
tcaccagtct 
tatagattgt 
tggtcaccta 
ggtgccaggg 
aacagacatc 
tatactggaa 
tgggtgacat 
tagaggggtt 
gatttttgaa 
atctgaaggg 
gaggagggct 
aatttattat 
tgtgtggatc 
ctttccctcc 
aaaatgcaag 
attaattcat 
ttaagataca 
gaggactgag 
attccaggga 
tacatacata 
ttaaatgtaa 
cctacctgtt 
agtagtcacc 
ttctttcagc 
tagtgtgtca 
ctacacagaa 
caaagaggtt 



A:\PCT-AU0.0-00864 Sequence Listing.txt 
N:\CRF3\02132002\J031902.raw 



aaccaagtcc 
ccccacttta 
caattgttgt 
agtggacagc 
cgaggaagag 
cctgtgcaca 
atcagagtgt 
tttgactgtg 
cgcctgttgt 
tatgggttaa 
atttggtgaa 
ttctctaatg 
actgtttctc 
gccttaagag 
tcatcacctt 
tctcctctca 
atgtggtttt 
atatattcaa 
atcctactgt 
tgtctctact 
agccagcaca 
gaattaaaag 
cagggcacaa 
tggtgaagga 
ggctggggac 
ctggggtggt 
agcatctatc 
tactatgtac 
gctgagacaa 
tgttagctaa 
atcacagtgc 
gtttagaaat 
cccagcagca 
gctatcattt 
caaaatgcaa 
ttgttaatgt 
gattaaagtc 
ttggtataca 
taggggctgg 
gtttcactcc 
tccaatatat 
catacataca 
aataaataag 
tccccgttgt 
tttccagatg 
ttgtcacagc 
gaaacatgca 
tcatgctctg 
gtgaaaagct 



tctctctgca 
atacttttgt 
tagatcaatg 
ctagctgcta 
ggagacctaa 
cctaaagtac 
agaacagggt 
agctatagcc 
gttgggaaaa 
aaatggcagc 
agttactgta 
ttttcacctc 
agataagcca 
agtccatgac 
ccggacctga 
ttggtgcccc 
tgattgacac 
aatcccttgg 
gcctttgaac 
ccccacagcc 
tggaacacac 
tagaaaagca 
ggtggaagtc 
aaatgacctg 
aaggttgcta 
gggaggtgtg 
agtggatgag 
tagtaagata 
attagtcagg 
aagcagacag 
agaacctgaa 
ctcccaagac 
catggctgag 
tatattctgt 
aagctcagtg 
aatagaagct 
agtgaaaact 
tttctgtgaa 
agacttggct 
cagcacacat 
tttctaaatt 
ttacattcac 
actaaaacag 
ctgctgcaga 
acttaaaatg 
aatgccttct 
ctgctggtga 
agttcagaaa 
gtcaggaaac 



agagcagcaa 
ttaggaataa 
gcctagtggc 
agatgattgg 
ccatgcctcc 
cctcctccac 
cttcttgagg 
aggttccacc 
cttagaaaag 
caggtcctac 
tctgctgtct 
ctctgactca 
tgtgcttctg 
tgagcaataa 
gaacaaatct 
tgccagtgag 
agtaagatga 
gctagcttta 
aacagatctg 
cctggtaaga 
tagtaggctt 
tatttatttc 
ctgcccaggc 
tctgccacaa 
cagctaccat 
gggtatgggc 
tgtggaaaac 
ggatgtcttt 
cactgaaagg 
gagtttacac 
atcacaatga 
ttcctttcta 
aggtgctggg 
agaactagaa 
cttaaagcct 
ttctggtatt 
ctgtaaaaac 
ttttgaaaac 
caaccactga 
atggtggctc 
cctctaacag 
acattcttac 
tcattttaaa 
cactctcacc 
ggtccatgaa 
gctcatcact 
gatgctgagg 
tttttaagaa 
ttctagagaa 



gctcccttcc 
aatatcaatt 
agcctgagga 
aaatactgtt 
cttcaaccct 
ggctatcctg 
cagagtagca 
aagtcccata 
taaagatttc 
agcagtggcc 
cacagtggtc 
tacccaaaga 
agggcaagta 
aatggtgagg 
tggctactta 
caaatccaaa 
acgatcatgt 
aaattcggta 
atatcacttt 
gatattttta 
ctctgctgac 
agaacagttc 
tatggcaggg 
gctgggcttg 
gaatgtggaa 
caagtcggag 
ctgtgataca 
tgtgacaaca 
ccaacattgt 
tcttttcttc 
aaccaaacca 
tagggagtgt 
gctggaaatg 
agaattaagg 
tctttctaat 
ttaggtgtgc 
tataattagc 
atataatcag 
gagcatttat 
aacacccacc 
taatcatgca 
atttagctga 
aatatataca 
actcctccgc 
gcagagaagt 
cacagtgcag 
gatcataccc 
tctcaccagc 
gtgataggag 



1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 



Use of n and/or Xaa has been detected in the Sequence Listing, 
Revk-w the Sequence Listing to insure a corrospownng 
Explanation is presented in die <220> to <223> fields of 
each sequence using n or Xaa. 
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VERIFICATION SUMMARY — ~- ■ 

_ PATENT APPLICATION: US/10/03 I , 902 



DATE: 02/13/2002 
TIME: 07:30:05 




Input Set : A:\PCT-AU00-00864 Sequence Listing.txt 
Output Set: N:\CRF3\02132002\J031902.raw 



L:9 M:270 C: Current Application Number differs, Replaced Current Application Number 

L:10 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:22 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 1 

L:53 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 3 

L:86 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 5 

L:98 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 6 

L:163 M:258 W: Mandatory Feature missing, <220> FEATURE: 

L:163 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

L:323 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 

L:678 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:13 
L:690 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 14 
L:735 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 16 
L:778 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:18 
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